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Supplemental Figure 1. Expression patterns of representative genes that define clusters 1 to 
15. Violin plots of the genes Lmo4, Lef1, Tcf3, Tcf4, Tcf7, Sp7, Runx2, Alpl, Col1a1, Cebpb, Sp1, 
Tgfb2, Bmpr1a, Fgfr2, Fgfr3 and Wnt5a.

Supplemental Figure 2. Expression patterns of the neural crest master regulator genes. Violin 
plots of the genes Dlx5, Dlx6, Snai1, Snai2, Twist1, Twist2, Msx1, Msx2, Sox5, Sox9, Ets1, Myc, 
Id1, Id2, Id4 and Ebf1.

Supplemental Figure 3. Expression patterns of representative genes that define odontoblasts. 
uMaP visualization of Bglap, Dmp1 and Dspp genes. Dmp1 is also weakly expressed in pericytes 
(cluster 12), whereas Dspp is present in ameloblasts (cluster 14).

Supplemental Figure 4. Expression patterns of representative genes that may define dental 
pulp stem cells. Violin plots of the genes Plp1, Cspg4, Gli1, and Sox2 (left). uMaP visualization 
of these genes (right). 

Supplemental Figure 5. Expression patterns of representative genes that define immune cells 
(cluster 11). Violin plots of the genes Fcer1g, Tyrobp, Csf1r and Pf4 (left). uMaP visualization 
of these genes (right). 

Supplemental Figure 6. Expression patterns of representative genes that define pericytes 
(cluster 12). Violin plots of the genes Rgs5, Ndufa4l2, Casq2 and Acta2 (left). uMaP visualiza-
tion of these genes (right). 

Supplemental Figure 7. Expression patterns of representative genes that define mitotic MSCs 
(cluster 13). Violin plots of the genes Mxd, Nusap1, Spc25 and Birc5 (left). uMaP visualization 
of these genes (right). 

Supplemental Figure 8. Expression patterns of representative genes that define amelo-
blasts (cluster 14). Violin plots of the genes Amelx, Enam, Krt5 and Krt14 genes (left). 
uMaP visualization of these genes (right). 

Supplemental Figure 9. Expression patterns of representative genes that define endo-
thelial cells (cluster 15). Violin plots of the genes Cdh5, Plvap, Emcn and Gpihbp1 (left). 
uMaP visualization of these genes (right). 

Supplemental Figure 10. Expression patterns of representative genes encoding Dot1L 
interacting partners. uMaP visualization of Dot1L, Setd2, Sirt1, Brd4, Iws1, and Bptf genes. 

Supplemental Figure 11. Expression patterns of representative genes encoding Dot1L 
interacting partners. uMaP visualization of the genes Suv39h1, Cbx3, Dnmt1, Eed, Mllt1 
and Mllt6. 

Supplemental Figure 12. Expression patterns of representative genes encoding Dot1L 
interacting partners. uMaP visualization of the genes Mllt10, Aff1, Cdk9, Ccnt1, Pcna 
and Cdk1. 

Supplemental Figure 13. Expression patterns of representative genes encoding Dot1L 
interacting partners. uMaP visualization of the genes Cdk4, E2f1 and E2f8. 

Supplemental Table 1. Representative list of genes from the 15 cell clusters of the mouse 
molar dental pulp.
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