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Supplementary Fig. S1. Comparison of Arid5b isoform1 amino acid sequence between vertebrates. Predicted amino acid sequence comparison
of Arid5b: X. tropicalis (FEQQ73) isoform1; G. gallus (Q52J69); H. sapiens (Q14865); M. musculus (Q8BM?75); D. rerio (E7F888). Red boxes indicate
amino acid residues conserved in all species. Phe-244 of isofrom1 is replaced by a start methionine in isoform2.
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Isoforml CDEFAPNLKG RPRKKKLGPQ

Isoform2 ...MPNLKG RPRKKKLGPQ
321

Isoforml DEGKADEQAF LVALYKYMKE
Isoform2 DEGKADEQAF LVALYKYMKE
401
Isoforml RRHYERLILP YERFIGGEED
Isoform2 RRHYERLILP YERFIGGEED
481
Isoforml LEADEKNMPL DYDLEETKTS
Isoform2 LEADEKNMPL DYDLEETKTS
561
Isoforml KQLQMPNETM TTTKREQIKE
Isoform2 KQLOMPNETM TTTKREQIKE
641
Isoforml LDSNLLQONAL KQNPKVYFVQ
Isoform2 LDSNLLONAL KQNPKVYFVQ
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Isoform2 KHHYHASLHQ HDKQNLHDDV
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Isoforml HTFMMQRQYL TNSTNSQQLY
Isoform2 HTFMMQRQYL TNSTNSQQLY

Supp. Fig. S2. Amino acid comparison of the two Arid5b isoforms. The ARID domain is highlighted in yellow. Regions specific to isoform1 or
isoform2 are indicated in red letters. The sequence in blue corresponds to the predicted C-terminal sequence of isoform2 observed in 3'RACE PCR
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aridSbisofornl  AMRCTTTCTGCTCARCTTTCAGCCTATGGATCTCACARAAGATARATAGGANATARCARCARCARCARARTARATTATGATATTTTGTTTCARTGTCARTATTGTARCATTGAGTAGGACATGGCAGATT

aridSbisoforn?
CONBONBUS  4000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000
Pl 140 150 160 170 180 190 200 210 220 230 240 250 2&.)
aridSbisofornl  GGGTGATTGEGTCGGATCCTCCTGTGGACTGCATGGACCT TACATCTTCTATARAGCCTTCCAGT TCCACCTGGAGRACAGAGCGCOGATCCTGTCCCTBGEAGACTTCTTCTTGETCCGCTGCARACCE
aridSbisoforn2
CONBONBUS 4 000000000000000000000000000000000000000000000000000000000000000000006000000000000000000000000000000000000000000000000000000000scs
iI’Si 270 280 290 300 310 320 330 340 350 360 370 380 390
——
aridSbisofornl CACGAGCCCGTCTGTIGTAGCGGAGCTGCAGCTCTTGTGGGARGAGAGGAC TAGCCGGCARCTTTTATCCAGCTCCARACT TTATTTCCY CCCAGARGAT!
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CONBONBUS 00000 00000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000000
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aridSbisofornl  CAGGARTGGCCAGARAGAGTCCCTGGCCARGTACAGACARTCAGTGCTARACAGTGGATTGAATTTCAAGGATGTCTTCARAGAARARGCAGAAT TAGGTGRAGGCGARGGCGACARARATGTGATGGTT
aridSbisoforn2
CONSONSUS 400000000 eesseseessessreersseseeseeseeseesresresrssssseessessesesseesesseesessessessessessessessessesseseessesessesssssessessseses
§51 660 670 680 690 700 no 720 730 740 750 760 770 70.)
aridSbisofornl TTARGTTATCCCCAGTATTGCCGATATCGGTCARTCCTGARACGAATTCAGGCAGARCCGTCCTCTGTATTAGCGGACCANTTTGT TCAGGCCCTCGGAGGGATCECTGTCATCARCARCHS QG
aridSbisoforn2 ACTGAGTCARGACTTCCAGGGAT TTAATGGCA---AGTGARYIGCTCTGT)
CONBENBUB covsscnsssscssncssosesseessssssessssstnctssiessssssssssssasssessssessadsssessssiDigagitintaloTiosallnaTosalighh, . A ARTa! 1r
?81 790 800 810 820 830 840 850 860 870 880 890 900 910
aridSbisofornl I CGGLACACCTTTGAC! ATAT mr.mnmcnccmrurmmmcmmmnmlccmmruni
aridSbisoforn2 ———e—=TGA LA TGGAATGGCACCGARTCT TRRAGGCAGACCACGTARGAAGARGC T TGGTCCACAGAGAAGGGAGTCTET
Consensus galgllaa LT L EPR 77 HeeeoachaRaTgGCACCGARTCT TRAARGGCAGACCACGTARGARGARGC T TGGTCCACAGAGARGGGAGTCTRT

?ll 920 930 940 950 960 970 980 990 1000 1010 1020 1030 1040

aridSbisofornt  TAATGGAGTGARGGAGTTGGCTGGAGTTTGTGATGGGARGACTGTGGCCARGGTCARATGTGARGTCAAGGCCACATTACCCARAACARAGACTCLTARTGGGANCTGCARRARAATAT TGATTGAAGAT
aridSbisoforn2 TARTGGAGTGARGGAGT TGGCTGGAGT TTGTGATGGGARGACTGTGGCCARGG TCAAATGTGARGTCARGGCCACAT TRACCCARARCARAGAC TCCTARTGGGARC TGCARRARARTAT TGAT TGRAGAT
Consensus  TAATGGAGTGARGGAGT TGGCTGGAGT TTGTGATGGGARGACTGTGGCCARGG TCARRTGTGARGTCARGGCCACAT TACCCARRACAARGAC TCCTARTGGGARC TGCARRARAATATTGATTGRAGAT

1041 1050 1060 1070 1080 1090 1100 1110 1120 1130 1140 1150 1160 1u»
aridSbisofornl ARACCARARGCTGGCGARGATGATGGATGTARAGTAGATGARGGARAGGCAGACGAGCAGGCATTTTTAGTGGCACTCTATAAGTATATGARAGAGCGARARACTCCCAT TGRARGGATACCATATTTAG
aridSbisoforn2 ARACCAAARGCTGGCGARGATGATGGATGTARAGTAGATGAAGGARRGGCAGACGRGCAGGCATTTTTAGTGGCACTCTATAARGTATATGAARGAGCGARARAC TCCCATTGARAGGATACCATATTTAG

Consensus ARACCARARGC TGGCGARGATGATGGATGTAAAGTAGATGAAGGAARGGCAGACGAGCAGGCATTTTTAGTGGCACTCTATAAGTATATGAARGAGCGARRRAC TCCCATTGRARGGATACCATATTTAG

1171 1180 1190

aridSbisofornl GCTTCARGCAGAT TAACCTTT

aridSbisoforn2 GCTTCAAGCAGATTAACCTTTGGA
Consensus  GCTTCARGCAGATTARCCTTTGGAI

._;, aridsb % aridSbisoform1 ﬂaridsbisoformz

Supp. Fig. S3. Nucleotide position of PCR primers used for RT-qPCR. Nucleotide sequences of the N-terminal region of aridbb isoform1 and iso-
form2 are aligned. Arrows indicate the primer sequences that were used to amplify both isoforms (in blue), isoform1 (green) and isoform2 (brown).
Conserved nucleotides are in red.



TABLE S1

EXON-INTRON ORGANIZATION OF THE ARID5B GENE
IN XENOPUS LAEVIS ON SCAFFOLD 9729

Sequence at exon-intron junction

Exon Intron  Amino acid
Exon n° size (bp) 5’ splice donor 3’ splice acceptor  size (bp) interupted
1 >27 ACTCAAGgtattattagctg ~ tcttgcagTGGGTCGG 328 Trp-8
2* >68 ? attttcagCATGAAGT  >39437  Glu-92?
3 226 GAATTAGgtaaccatggttc aaccacagTGAAGGCG 40399 His-93
4 231 AATTTGGgtaagttccaatc  ttttacagCACCGAAT 66835 Gly-168
5 113 GGCCAAGgtaaatccttttt tctttcagGTCAAATG 1316 Lys-282
6 220 AAGCAGAgtaagtagacact tctaacagTTAACCTT 4458 lle-356
7 53 TGAAACGgtaagtgctttta  tataacagATTACTGC 3545 lle-374
8 98 ACGAAAGgtaggataatcta ccccacagATTAATCC 33496 Arg-406
9 199 GACTGAGgtaaattggggca  ttgtttagGTTCCACC 5264 Val473
10 >2712
4b >99 GGAATGGgtaaccgcticag  tctttcagGTCAAATG 6493 Ala-2
(short
isoform)

Exon sequences are indicated by uppercase letters and intron sequences by lowercase letters.
Splice donor and acceptor sites are underlined. Exon and intron size are reported as base pairs.

Scaffold 9729. * sequence nt89-275 mRNA ORFmissing in genomic sequence.

Exon n° size (bp)

TABLE S2

EXON-INTRON ORGANIZATION OF THE ARID5B GENE
IN XENOPUS LAEVIS ON SCAFFOLD 48311

Sequence at exon-intron junction

Exon

5’ splice donor

3’ splice acceptor

Intron

Amino acid

size (bp) interupted

1*

4b

>27
236
226
231
113
220
53
98
199
>2705

>96

ACTCAAGgtattattagctg
CGGAGAGgtgacatccctac
GAACTAGgtaaccatgattc
GAATTTGgtaagttccaatt
TGCCAAGgtaaatcggtttt
AAGCAGAgtaagtagacatt
TGAAACGgtaagtgcttttt
ACGAAAGgtaggataatctg
GGCTGAGgtatattggggca

GGAATGGgtaaccgctttat

?

?

titttcagCATGAAGT 53173
aaccacagGTGAAGGC 53008
titttcagCACCAAAT 77336
tgttttagGTCAAATG 1264
tctaacagTTAACCTT 4033
tgtaacagATTACTGC 4690
ccccacagATTAATCC 33865
ttgttcagGTTCCACC 4311
tttttcagCACCAAAT 5945

Trp-8
His-93
Gly-168
Ala-245
Val-283
lle-356
lle-374
Arg-406
Val-473

Ala-2
(short
isoform)

Exon sequences are indicated by uppercase letters and intron sequences by lowercase letters.
Splice donor and acceptor sites are underlined. Exon and intron size are reported as base pairs.

Scaffold 48311 * sequence nt21-39 mRNA ORFmissing in genomic sequence.



