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Supplemental Data 1: List of tags and occurrence numbers in N and IR.

Supplemental Data 2: IRDOWN-3.5X and IRUP-3.5X tags and corresponding genes.
Notes about tag ranks: ESTs (often labelled “mRNA”) sequenced from their 3’ end were considered to be deposited 3’-5’, and tags 
numbered according to the reverse complement, unless a polyA tail was detected in 5’. ESTs sequenced from their 5’ end were 
considered to be deposited 5’-3’. However, several 3’ and 5’-sequenced ESTs have been deposited 5’-3’ and 3’-5’, respectively, and 
corrected on an individual basis when detected.Tag ranks in sequences without a detected polyA tail are in italic. Automatic polyA 
detection failed in some sequences principally due to the presence of different types of linkers. Empty tag ranks refer to ESTs without 
orientation information easily retrievable.

Supplemental Data 3: MCM family members.

Supplemental Data 4: IRDOWN-3.5X and human ES transcriptional modules common genes.
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