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TABLE S1

 OLIGONUCLEOTIDE PRIMER SEQUENCES USED TO CHARACTERIZE
THE SLC2A10 CODING SEQUENCE AND TO ANALYZE ITS EXPRESSION

PATTERN DURING ZEBRAFISH DEVELOPMENT

Primers DNA sequence 5’-3’ PCR products (bp) 

slc2a10-5’-UTR-F 5’-CCTCGCTCCTTAACAGACTTG-3’ 727 bp (splice form 2) 
550 bp (splice form 1) slc2a10-ex2b-R 5’-CCTCTGCGTTCAGGAGTGAC-3’ 

slc2a10-ex2a-F 5’-GGTCTGGTGTTCGGCTATGA-3’ 344 bp 

slc2a10-ex2b-R 5’-CCTCTGCGTTCAGGAGTGAC-3’ 

slc2a10-ex2c-F 5’-GTCACTCCTGAACGCAGAGG-3’ 337 bp 

slc2a10-ex2d-R 5’-CCGTTCTTCTCCGCATGTTA-3’ 

slc2a10-ex2e-F 5’-CAGAGGAAACGGAAACATCAA-3’ 566 bp 

slc2a10-ex2g-R 5’-GCTCACAGAGAAAGCGCTCA-3’ 

slc2a10-ex2f-F 5’-GTTTTTCGCAGTCGGAGGAC-3’ 430 bp 

slc2a10-ex5-R 5’-CTCGTCAGCTGAACTCTCTGG-3’ 

slc2a10-ex4-F 5’-TCATTGGCCTGTCTGGAGT-3’ 288 bp 

slc2a10-3’-UTR-R 5’-TCAAACGGTACAGCACAAATAGC-3’ 


