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CGATTATCCTTCGTGGTTCTTTTCATTGTTTTCATGTACACGAACTCTGGTTTTGCAAAG
CGATTATCCTTCGTGGTTCTTTTCATTGTTTTCATGTACACGAACTCTGGTTTTGCARAG
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AGTTCAAAGCGTGTGTGCGAGAATAAAACAATGCGCATTAGCTGTTCGTCAGGTCGAGTG
AGTTCAAAGCGTGTGTGCGAGAATAAAACAATGCGCATTAGCTGTTCGTCAGGTCGAGTG
AGTTCAAAGCGTGTGTGCGAGAATAAAACAATGCGCATTAGCTGTTCGTCAGGTCGAGTG
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TTTCAAGGACGTTGTAACTCTCACTCTAGCAGATCTTTACATGAAGTAAAATTAAGATGC
TTTCAAGGACGTTGTAACTCTCACTCTAGCAGATCTTTACATGAAGTAAAATTAAGATGC
TTTCAAGGACGTTGTAACTCTCACTCTAGCAGATCTTTACATGAAGTAAAATTAAGATGC
TTTCAAGGACGTTGTAACTCTCACTCTAGCAGATCTTTACATGAAGTAAAATTAAGATGC
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CAGAACAAGAGATCGTGTAGCGTGAATGCTGTTAACGGGGTGTTTGGTGATCCTTGCTTT
CAGAACAAGAGATCGTGTAGCGTGAATGCTGTTAACGGGGTGTTTGGTGATCCTTGCTTT
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———————————————————————————————————— ATCAATGGTGGATTCAGCAAGTGG
TCATCTACACGAGCTTGCAATCAACATGCCTGTCCAATCAATGGTGGATTCAGCAAGTGG

GGAAAGTATGGGGTTTGCTCTGHTAAATGTGGAAGTGGAATGCAGTTACGAAGAAGAACG
GGAAAGTATGGGGTTTACTCTGATAAATGTGGAGGTGGAATGCAGTTACGAAGAAGAACG
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AAGTATGGGGTTTGCTCTGTTAAATGTGGAGGTGGAATGCAGTEACGARAAAGAACGTGT
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ACAAATCCTTCTCCTCAGTATGGAGGATTAGATTGTACACGACHTGGACCTAGTTCATCT

ACAAATCCTTCTCCTCQITATGGAGGATTAGATTGTACACGACITGGACCTAGTTCATCT
ACAAATCCTTCTCCTCA.TATGGAGGATTAGATTGTACACGACITGGACCTAATTCATCT

ACACGTICTTGCAATCAACATGCCTGTCCAATTTTGCTAAAGAGAGTATGCCAAGATAAA
ACACGTECTTGCAATCAACATGCCTGTCCAATTTTGCTAAAGAGAGTATGCCAAGATAAA
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CELc TCCTGCGAGCCCAGGACTACTGTTCTTCAACTCAAACGAGTATGCCAGGACAAAACCATG 1443

CELd TCCTGCGAGCCCAGGACTACTGTTCTTCAACTCAAACGAGTATGCCAGGACAAAACCATG 1620

CELa TCCTGCGAGCCCAGGACTACTGTTCTTCAACTCAAACGAGTATGCCAGGACAAAACCATG 1089

CELb TCCTGCGAGCCCAGGACTACTGTTCTTCAACTCAAACGAGTATGCCAGGACAAAACCATG 1266
S ok ek ko ok ok ok ok ok ok ok ok Kk ok ok ok ok ok ok o Kk ok ok ok ok ok ok Kk ok ok o ko ok o kK ko

CELc ACAATCAACTGTGGAAAAAAGAGAATTCATATCAAGAGTGCAAGTTATGGTCGCACTTCA 1503

CELd ACAATCAACTGTGGAAAAAAGAGAATTCATATCAAGAGTGCAAGTTATGGTCGCACTTCA 1680

CELa ACAATCAACTGTGGAAAAAAGAGAATTCATATCAAGAGTGCAAGTTATGGTCGCACTTCG 1149

CELb ACAATCAACTGTGGAAAAAAGAGAATTCATATCAAGAGTGCAAGTTATGGTCGCACTTCG 1326
ek ok ek ko ok ok ko ok ok Kk ok ok ko ok ok ok ok ok o ko ok ok kK ok ok ok ok ko ok ok ko ok Kk

CELc AGAAGATACTGCGGTTACAAAATCTTTCATCAGTCAAACTGTCACGCCAARATCATCCTCG 1563

CELd AGAAGATACTGCGGTTACAAAATCTTTCATCAGTCAAACTGTCACGCCAAATCATCCTCG 1740

CELa AGAAGATACTGCGGTTACAAAATCTTTCATCAGTCAAACTGTCACGCCAAATCATCCTCG 1209

CELb AGAAGATACTGCGGTTACAAAATCTTTCATCAGTCAAACTGTCACGCCAAATCATCCTCG 1386
ek ko o ek ok ok ok Kk ok ok ok ok ok ok Kk ok ok ko ok ok ok ko ok ok ok ok ok ok ok ok ok ko ok ok Kk ok

CELc CGTGTTGTGACGTCACGATGTGAAAATAAGAAACGATGCATTGTGAAAGCATCARACAAA 1623

CELd CGTGTTGTGACGTCACGATGTGAAAATAAGAAACGATGCATTGTGAAAGCATCAAACAAA 1800

CELa CGTGTTGTGACGTCACGATGTGAAAATAAGAAACGATGCATTGTGAAAGCATCAAACAAA 1269

CELb CGTGTTGTGACGTCACGATGTGAAAATAAGAAACGATGCATTGTGAAAGCATCAAACAAA 1446
Sk e ko ok o ko ok o Kk ok ok o Kk ok ok ok ok ok o ok ok ok Kk ok ok o ko ok ok Kk ok

CELc GTTTTTGGTAATCCATGCTTTCTCACGTC] GTACTTGGAAGTGTCGTATACTTGCAAA 1683

CELd GTTTTTGGTAATCCATGCTTTCTCACGTC] GTACTTGGAAGTGTCGTATACTTGCAAA 1860

CELa GTTTTTGGTAATCCATGCTTTCTCACGTC] GTACTTGGAAGTGTCGTATACTTGCAAA 1329

CELDb GTTTTTGGTAATCCATGCTTTCTCACGTC] GTACTTGGAAGTGTCGTATACTTGCAAA 1506
Sk e ko ok o kK Rk ok ok ok ok ok ok ok ok ok Kk ok ok o ko ok o ko

CELc TAACATGTGGAT 1695

CELd TAACATGTGGAT 1872

CELa TAACATGTGGAT 1341

CELb TAACATGTGGAT 1518
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CELd MVNLRLSEVVLFIVFMYTNSGFAKSSKRVCENKTMRISCSSGRVIQIRRAMYGRYTTSYCGWNIFQGRCNSHSSRSLHEVKLRCONKRSCSVNAVNGVEFGDPCEGT! LEVDYYCRNLPV
CELc MVNLRLSEVVLFIVFMYTNSGFAKSSKRVCENKTMRISCSSGRVIQIRRAMYGRYTTSYCGWNIFQGRCNSHSSRSLHEVKLRCONKRSCSVNAVNGVFGDPCFGTRKYLEVDYYCRNLPV
CELb MVNLRLSEVVLFIVFMYTNSGFAKSSKRVCENKTMRISCSSGRVIQIRRAMYGRYTTSYCGWNIFQGRCNSHSSRSLHEVKLRCQONKRSCSVNAVNGVFGDPCEGT! LEVDYYCRYLPV
CELa MVNLRLSEFVVLFIVFMYTNSGFAKSSKRVCENKTMRISCSSGRVIQIRRAMYGRYTTSYCGWNIFQGRCNSHSSRSLHEVKLRCONKRSCSVNAVNGVFGDPCFGTRKYLEVDYYCRYLPV

CELd DGGYTKWNIQRCSRTCGGGTKTFTRICTNPSPKFGGRNCEMLGPATFTEACNSEPCPI
CELc DGGYTKWNIQRCSRTCGGGTKTFTRICTNPSPKFGGRNCEMLGPATFTEACNSEPCPI
CELb DGGYTKWNIHRCSRSCGGGTKTFTRACTNPSPKFGGRNCEMLGPATFTEACNSEPCPI
CELa DGGYTKWNIHRCSRSCGGGTKTFTRACTNPSPKFGGRNCEMLGPATFTEACNSEPCPI

CELd NGGFSKWGKYGVCSVKCGGGMQSRRRTCTNPSPQYGGLDCTRLGPNSSTRACNQHACPT
CELc NGGFSKWGKYGVCSVKCGGGMQSRRRTCTNPSPQYGGLDCTRLGPNSSTRACNEHACPT
CELb NGGFSKWGKYGVCSVKCGGGMQSRRRTCTNPSPQHGGLYCTRLGPNSSTRACNQHACPT
CELa NGGFSKWGKYGVCSVKCGGGMQSRRRTCTNPSPQHGGLYCTRLGPNSSTRACNQHACP

CELd NGGFRKWGKYGVCSVKCGGGMQSRRRTCTNPSPQYGGLDCTRLGPNSSTRACNQHACPI
CELc NGGFSKWGKYGVCSVKCGGGMQLRKRTCTNPSPQYGGLDCTRLGPSSSTRACNQHACPT
CELb NGGFSKWRKYGVCSVKCGGGMQSRRRTCTNPSPQYGGLDCTRHGPNSSTRSCNQHACP
CELa

CELd  NGGFSKWGKYGV¥SDKCGGGMOLRRRTCTNPSPQYGGLDCTRLGPNSSTRACNEHACPI
CELc NGGFSKWGKYGVCSVKCGSGMQLRRRTCTNPSPQYGGLDCTRLGPNSSTRACNEHACP

CELb
CELa

CELd NGGFSKWGKYGVCSVKCGGGMQLRKRTCTNPSPQYGGLDCTRLGPSSSTRACNQHACPILLKR

CELc ILLKR
CELb ILLKR
CELa ILLKR
CELd VCQDKTLQIKCAPGYIVRIHAALYGRISKGYCGWRFYYSKRCRSHSSVSHTANMCNNKR VSATNKVYGNPCEGTRKYLEVKYSCEPRTTVLQLKR

CELc VCQDKTLQIKCAPGYIVRIHAALYGRI
CELb VCODKTLQIKCAPGYIVRIHDALYGRM
CELa VCQDKTLQIKCAPGYIVRIHDALYGRMS

FEGTRKYLEVKYSCEPRTTVLQLKR
NMCNNKRTCSV. 'NKVYGNPCVGTHKYLEVKYSCEPRTTVLQLKR
VSQTANMCNNKRTCSVSATNKVYGNPCVGTHKYLEVKYSCEPRTTVLQLKR

CELd VCODKTMTINCGKKRIHIKSASYGRTSRRYCGYKIFHQSNCHAKS VVTSRCENKKRCIVKA KVFGNPCFLTSKYLEVSYTCK
CELc VCODKTMTINCGKKRIHIKSASYGRTSRRYCGYKIFHQSNCHAK, VVTSRCENKKRCIV! VEGNPCFLTSKYLEVSYTCK
CELb VCQODKTMTINCGKKRIHIKSASYGRTSRRYCGYKIFHQSNCHAKSSSRVVTSRCENKKRCIVKASNKVFGNPCFLTSKYLEVSYTCK

CELa VCQODKTMTINCGKKRIHIKSASYGRTSRRYCGYKIFHQSNCHAKSSSRVVTSRCENKKRCIVKASNKVFGNPCFLTSKYLEVSYTCK

Supplementary Fig. 1. Sequence alignment of the 4 cnidarian egg lectin (CEL) isoforms from Sylt. (A) Nucleotides. (B) Protein. SNPs are shaded
in the nucleotide sequence and the amino acid exchanges are highlighted in yellow in the protein sequence. Protein domains are marked in blue (signal
peptide), red (lectin) and green (TSP).



TP Te | Tk | Ted |t TS | TS | TS rse

43 |43 |60 54 (93 48 59 54 |91 43 41 (92 43

43 97 95 94 (54 (98 96 95 |54 97 96 54 97

43 97 95 94 (53 (97 96 (95 |55 97 95 55 97

60 95 |95 9 (59 (96 (98 (96 |59 94 94 |59 94

54 94 |94 |9 54 94 96 (99 54 94 94 |54 |94

S 93 54 3 s 54 59 59 |54 (95 53 53 |95 |53
s 48 98 97 96 94 59 97 95 |59 97 96 59 97
5$S9 9% 9% 98 96 59 97 97 59 95 (94 |59 95
554 95 95 96 99 54 95 97 54 94 (94 |54 94
G 91 54 55 59 54 95 59 59 (54 55 53 100 |55
4397 97 (94 94 53 97 95 (94 |55 9 |55 100
CELb 41 96 (95 (94 (94 (53 (96 (94 94 |53 96 53 9
CELa 19y 54 55 (59 54 95 |59 59 54 100 55 |53 55

CELa 14397 97 94 (94 53 (97 (95 94 |55 100 96 |55

Supplementary Table 1. Similarity (in %) between the thrombospondin (TSP) repeats of different CEL isoforms..



